i e
- Measurements

=

* Direct: lipid profile, haematology, CRP,

glucose, insulin, HbAlc

* Later: genotyping, RNA ex

proteomics, metabolomics

First results f

Table 1. Participation rates \
N- ]

Invitation letter seﬁ\ 1906

1447 76% of invited
1001 53% of invited,
810

Reached by phone
Willing to participate

Blood sample collected

69% of reached

\
Table 2. Correlations of lipid profile
parameters with age and BMI

pres,ion, cell lines,

Table 3. Twin and parents-offépring correlations for lipid
profile parameters (unadjusted/adjusted for age) (N=43 MZ twin

(N=476) pairs, 29 DZ twin pairs, 292 parent-offspring pairs)

N BMI MZ DZ Parent-offspring
Total cholesterol .346 .107 Total cholesterol ~ .542/.418  .492/.488 187/.177
LDL. .286 121 LDL. .531/.444  278/.318 .137/.115
HDL .134 -.278 HDL .589/.593  .508/.540 .144/.142
Triglyceriden .106 .038 Triglyceriden .348/.345 -.055/-.069 .033/.055
Conclusions

The present study design provides a feasible approach for large scale sampling of biological materials.

Initial participation rates are promising.
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