Supplementary Table 3: comparison of meta-analysis with regions reported in genome-wide linkage studies of migraine
	Closest SNP
	Location
	P-value SNP
	Nearest gene
	Type
	Reference Linkage study
	Phenotype
	Best marker
	Location marker
	Dist
	LOD score

	rs1972860
	4q22.2
	6.02 x 10-05
	GRID2
	intronic
	1 
	age at onset
	D4S2380
	4q22
	1.30
	HLOD 1.96c

	rs1972860
	4q22.2
	6.02 x 10-05
	GRID2
	intronic
	2
	MO
	D4S1534
	4q21.23
	8.27
	2.05b

	rs1972860
	4q22.2
	6.02 x 10-05
	GRID2
	intronic
	1, 3, 4
	MA, various, migraine broad 
	D4S1647
	4q23
	4.86
	4.20c, HLOD 4.52*c, 2.26b

	rs2303655
	5q23.2
	3.05 x 10-05
	ZNF474
	intergenic
	5,6 
	LCA, photo/phono
	D5S2501
	5q22.1
	11.48
	3.70b*, 1.97b

	rs6919479
	6p21.1
	9.86 x 10-05
	CDC5L
	intergenic
	7 
	MO and MA
	D6S452
	6p12.2-21.1
	2.46
	5.41c

	rs10999688
	10q22.1
	2.55 x 10-05
	UNC5B
	intergenic
	5
	LCA migraine
	D10S2327
	10q22.3
	7.83
	2.32b

	rs10999688
	10q22.1
	2.55 x 10-05
	UNC5B
	intergenic
	1
	Various 
	D10S1786
	10q23.1
	11.37
	7.68*b

	rs11200686
	10q23.1
	5.76 x 10-05
	GHITM
	intergenic
	5
	LCA migraine
	D10S2327
	10q22.3
	5.21
	2.32b

	rs11200686
	10q23.1
	5.76 x 10-05
	GHITM
	intergenic
	8
	Various 
	D10S1786
	10q23.1
	1.67
	7.68*b

	rs3862561
	10q23.1
	5.65 x 10-05
	GHITM
	intergenic
	5
	LCA migraine
	D10S2327
	10q22.3
	5.19
	2.32b

	rs3862561
	10q23.1
	5.65 x 10-05
	GHITM
	intergenic
	8
	Various 
	D10S1786
	10q23.1
	1.65
	7.68*b

	rs4933526
	10q23.31
	1.02 x 10-05
	KIF20B
	intergenic
	5
	LCA migraine
	D10S2327
	10q22.3
	11.39
	2.32b

	rs4933526
	10q23.31
	1.02 x 10-05
	KIF20B
	intergenic
	8
	Various 
	D10S1786
	10q23.1
	7.85
	7.68*b

	rs986222
	10q23.31
	3.37 x 10-05
	KIF20B
	intergenic
	5
	LCA migraine
	D10S2327
	10q22.3
	11.54
	2.32b

	rs986222
	10q23.31
	3.37 x 10-05
	KIF20B
	intergenic
	8
	Various 
	D10S1786
	10q23.1
	8.00
	7.68*b

	rs1946047
	11q24.2
	5.00 x 10-05
	PRR10
	intergenic
	9
	MA
	D11S4464
	11q24.1
	3.05
	5.6a

	rs2722223
	12q21.33
	5.78 x 10-05
	ATP2B1
	intergenic
	1
	aggravation
	D12S1064
	12q21.33
	0.59
	HLOD 2.17c

	rs5028961
	12q23.3
	5.85 x 10-05
	TXNRD1
	intergenic
	1
	aggravation
	D12S1064
	12q21.33
	13.97
	HLOD 2.17c

	rs6539150
	12q23.3
	2.08 x 10-05
	CHST11
	intergenic
	1
	aggravation
	D12S1064
	12q21.33
	13.98
	HLOD 2.17c

	rs11851709
	14q32.2
	4.10 x 10-05
	C14orf177
	intergenic
	10
	FHM/MO/MA
	rs1054195
	14q32.13
	3.73
	3.83c

	rs11247555
	17p13.3
	7.08 x 10-05
	VPS53
	intronic
	1
	Pulsation
	D17S945
	17p13.1
	9.30
	HLOD 4.65c

	rs9913267
	17p13.3
	2.71 x 10-05
	GARNL4
	intronic
	1
	Pulsation
	D17S945
	17p13.1
	6.97
	HLOD 4.65c

	rs6066559
	20q13.13
	6.08 x 10-05
	SULF2
	intergenic
	2
	MO
	D20S96
	20q13.11
	4.48
	1.6b

	rs6107848
	20p12.3
	5.90 x 10-05
	BMP2
	intergenic
	6
	LCA migraine
	D20S112
	20p12.1
	10.72
	1.85b

	rs6107848
	20p12.3
	5.90 x 10-05
	BMP2
	intergenic
	4 
	migraine/bipolar
	D20S470
	20p12.1
	10.78
	1.95b

	rs979012
	20p12.3
	9.74 x 10-05
	BMP2
	intergenic
	6
	LCA migraine
	D20S112
	20p12.1
	10.69
	1.85b

	rs979012
	20p12.3
	9.74 x 10-05
	BMP2
	intergenic
	4
	migraine/bipolar
	D20S470
	20p12.1
	10.75
	1.95b


Overview of meta-analysis results overlapping with previously reported linkage regions. 
a Multipoint parametric  

b Multipoint nonparametric

c Two-point parametric 

* Highest LOD score detected using multiple phenotypes

MO = migraine without aura; MA = migraine with aura; FHM = familial hemiplegic migraine; HLOD = LOD score under locus heterogeneity; Dist = distance to SNP (Mb).

Positions are based on NCBI build 36.
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