Figure S1. Bivariate Cholesky
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'és ;%Z;//z 'ES ;%51(:,//‘; (Figure 2). 1Q was strongly heritable
Ez = 31% Eg = 14% (0.85) and there was considerable genetic
T T T overlap between the RC and 1Q, such that
60% of genetic variance in RC (40/67)
0‘507 0'010 0'308 and 59% of the genetic variance in 1Q
33% 1% 14% (50/85) is estimated to come from a
(Cls 26-40%) (.002-3) (11-17)  common genetic source. Even so, this

shows that both RC and IQ retain a
similar and substantial degree of genetic
independence (i.e. 40% for RC (27/67),
41% for 1Q (35/85)). In contrast to the
genetic overlap almost none was found
for unique environmental sources of influence. (As Cholesky decomposition only identifies
specific influences for the last variable, we ran two bivariate analyses that allowed both RC
and 1Q to be the last variable, thus allowing both common (Ac, Ec) and specific (As, Es)
influences to be identified for both variables.) Overall, this model shows that genes account
for most of the correlation (i.e. 91% (0.82x0.71/((0.82x0.71)+(0.57x0.10))) between RC and

Q.
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