
GenomEUtwin
European Collaboration to identify genes underlying common diseases

www.genomeutwin.org

Steering committee: Leena Peltonen2, Markus Perola2, Jaakko Kaprio3, Aarno Palotie4, 
Ann-Christine Syvänen5, Nancy Pedersen6, Jan-Eric Litton6, Kirsten Ohm Kyvik7, 
Antonia Stazi8, Jennifer Harris9, Alun Evans10, Hans van Houwelingen11, Tim Spector12, 
Nick Martin13, Dorret Boomsma1

1 The Netherlands Twin Registry, Dept of Biological Psychology, Vrije University, Amsterdam
2 Department of Molecular Medicine, National Public Health Institute, Helsinki, Finland
3 Finnish Twin Cohort Study, University of Helsinki, Finland
4 Finnish Genome Center, University of Helsinki, Finland
5 Department of Medical Sciences, Uppsala University, Sweden
6 Swedish Twin Registry, Karolinska Institutet, Stockholm, Sweden
7 Danish Twin Registry, University of Southern Denmark, Odense, Denmark
8 Italian Twin Registry, Instituto Superiore di Sanità, Rome, Italy
9 Norwegian Twin Registry, The Norwegian Institute of Public Health, Oslo, Norway
10 Department of Epidemiology and Public Health, University of Belfast, UK
11 Leiden University Medical Centre, Leiden, the Netherlands
12 Twin Research and Genetic Epidemiology Unit, St. Thomas’ Hospital, London, UK
13 Australian Twin Registry, Queensland Institute of Medical Research, Brisbane, Australia

Marlies de Lange1 on behalf of the GenomEUtwin consortium

Intellectual core facilities

• DNA isolation and genotyping (Finland, Sweden)
• Epidemiological expertise (Denmark)
• Database expertise (Sweden)
• Statistical Core (the Netherlands)
• Ethical and legal expertise (Denmark)
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GenomEUtwin centres databases

A federated database in Europe for GenomEUtwin data
• Data remain in the original separate sources
• All operational data sources accessible with a single Query
• Query optimization on all data sources
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To identify genetic variants associated with 
disease; Pool data from twin cohorts in Denmark, 
Finland, Italy, Netherlands, Norway and Sweden 
(UK and Australia), potentially over 600 000 twin 
pairs 

To verify their role; MORGAM cohort of 12 
European countries, 187 000 participants

This project is supported by the European Commission under the 
programme 'Quality of Life and Management of the Living Resources' of 
5th Framework Programme (no. QLG2-CT-2002-01254)

GenomEUtwin

• Aims to benefit from the special advantages of 
Europe in population genetics

• Goal is to identify critical genetic and life-style risk 
factors for common diseases using European 
strengths in genetics, epidemiology and biocomputing

Why genomEUtwin?

• There has been relatively little success in 
finding genes for complex disease or traits

• Most likely due to the expected small effect 
genes have on complex disease

• Large sample sizes will be necessary to find 
these genes

Developments

• Proof of principle succeeded in pooling data on height 
and weight

• Several genome-wide scans are currently performed 
on body composition, CVD risk factors and migraine

• This unique project of over 600 000 twin pairs may in 
future be able to detect small genetic effects
influencing common diseases, which may not be
detected in small-scaled family studies

Many thanks to Database Core (Stockholm) for the pictures


