Supplementary Figures

Fig. S1. Three example regional association plots of genome-wide 
significant loci. 
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Fig. S2. Specific loci did not cluster with the other associations.  A) Clustering of the loci based on trans-ancestry associations with a-size, b-timing, and c-intensity revealed two loci with distinct association patterns, at the LIN28B and HBB loci. Points are plotted based on their association values with the three SITAR phenotypes and are color-coded by their genome-wide significant phenotype as shown in the legend. For instance, the HBB locus was significant for phenotype V, while the LIN28B phenotype showed significant associations with phenotypes III, V, and VI. B) Association of the HBB locus in the Children’s Hospital of Philadelphia Center for Applied Genomics (CAG) cohort. C) Association in the CAG after conditioning on sickle cell anemia status. 	
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Fig. S3. Genetic correlations between pubertal growth phenotypes using LD Score Regression analysis. Full data shown in Supplementary Table 7. 10F/12M, height at age 10 years in girls and age 12 years in boys; 14-adult, height difference between age 14 years and adult; 8-adult, height difference between age 8 years and adult; a-size, SITAR-derived height across the growth trajectory; c-intensity, SITAR-derived tempo of the pubertal growth spurt.
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Fig. S4. Manhattan plots. Credible set SNPs are highlighted in yellow.
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Fig. S5. QQ plots.
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